Association of genetic variants of insulin degrading enzyme with metabolic features in women with polycystic ovary syndrome.
To evaluate the influence of the four single nucleotide polymorphisms of the insulin-degrading enzyme (IDE) gene on metabolic features in women with polycystic ovary syndrome (PCOS) in a Chinese population. Prospective, case-control study. University-based hospital. Three hundred fifteen patients with PCOS and 327 healthy controls. Peripheral venous puncture, ultrasonography, oral glucose tolerance test (OGTT). Genotype analysis of four single nucleotide polymorphisms in the IDE gene, hormonal and metabolic phenotypes. No significant differences in genotypes of these polymorphisms were found between PCOS patients and healthy controls. But the frequency of the C allele of rs2209972 was significantly higher in the PCOS group than that in the control group. The single nucleotide polymorphisms rs4646953, rs1887922, and rs1544210 had no impact on clinical and biochemical characteristics of women with PCOS. There were significant differences in body mass index (BMI) and insulin level in the rs2209972 genotype of women with PCOS. The women with PCOS with the CC genotype of rs2209972 had statistically significantly higher fasting insulin level and homeostasis model assessment for insulin resistance than the women with PCOS with the TT genotype. The single nucleotide polymorphism rs2209972 in the human IDE gene is associated with metabolic features of PCOS women in a Chinese population.